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Medvedeva, 2019). 
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POPULATION-GENETIC STRUCTURE OF THE EASTERN SAND 
LIZARD LACERTA AGILIS EXIGUA (REPTIILIA, LACERTIDAE), 

ASSESSED BY ISSR-PCR AND IRAP-PCR MARKERS 
 

I.G. Blokhin, V.I. Glazko 
Russian State Agrarian University  Timiryazev Moscow  

Agricultural Academy, Moscow 
 

The presence of homology regions in the long terminal repeats of the 
endogenous retroviruses Sabrina and SIRE  1 in the genomes of the eastern 
sand lizard was described for the first time. A comparative analysis of the 
spectra of amplification products of genomic DNA fragments of the 
mentioned lizard species obtained using two types of DNA markers - 
fragments of genomic DNA, flanked by inverted repeats of microsatellite 
loci and long terminal repeats of endogenous retroviruses, was performed. 
Keywords: mobile genetic elements, microsatellites, sand lizard. 
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